Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; R factor = 0.046; wR factor = 0.135; data-to-parameter ratio = 14.7.
In the title compound, C 17 H 16 N 2 OS, the central thiazolidin-4one ring forms dihedral angles of 66.49 (9) and 79.45 (6) with the two methyl-substituted benzene rings. In the crystal, molecules are stacked in columns along the b axis through C-HÁ Á Á interactions. The H atoms of one of the methyl groups are disordered over two orientations with equal site occupancies.
Related literature
For the chemistry of thiazolidin-4-one and its experimental preparation, see: Abdel-Aziz et al. (2010) . For a related structure, see: Zeller et al. (2011) . For reference bond lengths, see: Allen et al. (1987) . Table 1 Hydrogen-bond geometry (Å , ).
Experimental
Cg1 and Cg2 are the centroids of the S1/N2/C1-C3 and C4-C9 rings, respectively. Data collection: APEX2 (Bruker, 2009); cell refinement: SAINT (Bruker, 2009); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009). supplementary materials Acta Cryst. (2012) . E68, o1143 [doi:10.1107/S160053681201149X] (Z)-3-p-Tolyl-2-(p-tolylimino)-1,3-thiazolidin-4-one Hatem A. Abdel-Aziz, Hazem A. Ghabbour, Tze Shyang Chia and Hoong-Kun Fun
D-HÁ
Á ÁA D -H HÁ Á ÁA D Á Á ÁA D -HÁ Á ÁA
Comment
The molecular structure of the title compound is shown in Fig. 1 . The mean planes of the two methyl-substituted benzene rings (C4-C9 & C10-C15) make dihedral angles of 66.49 (9) and 79.45 (6)°, respectively, with the mean plane of the central thiazolidin-4-one ring [S1/N2/C1-C3/O1; maximum deviation = 0.0075 (12) Å at atom C3]. In the molecule, the hydrogen atoms which are attached to atom C17 are disordered over two positions, with equal site-occupancies. Bond lengths (Allen et al., 1987) and angles are within normal ranges and are comparable to a related structure (Zeller et al., 2011) .
In the crystal structure, no significant intermolecular hydrogen bonds are observed. The crystal structure is stabilized by C-H···π interactions (Table 1) , involving Cg1 and Cg2 which are the centroids of S1/N2/C1-C3 and C4-C9 rings, respectively.
Experimental
The title compound was prepared according to the reported method by Abdel-Aziz et al. (2010) . Crystals of the title compound were obtained by slow evaporation from an ethanol solution at room temperature.
Refinement
The methyl group with atom C17 was found to be disordered over two orientations and the H atoms were located in a difference Fourier map. The site-occupancy ratio was refined to 0.52 (3):0.48 (3) in the refinement using C-H bond distance restraints. In the final refinement, the occupancies were fixed at 0.5 and the H atoms were treated as riding (C-H = 0.96 Å), with U iso (H) = 1.5U eq (C). A rotating group model was used for each of the disordered components. All other H atoms were positioned geometrically (C-H = 0.93, 0.96 or 0.97 Å) and refined using a riding model with U iso (H) = 1.2 or 1.5U eq (C). A rotating group model was also applied to the other methyl group. The molecular structure of the title compound with atom labels and 30% probability displacement ellipsoids. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Computing details

(Z)-3-p-Tolyl-2-(p-tolylimino)-1,3-thiazolidin-4-one
R int = 0.041 θ max = 69.8°, θ min = 4.7°h = −16→17 k = −5→6 l = −23→22 Refinement Refinement on F 2 Least-squares matrix: full R[F 2 > 2σ(F 2 )] = 0.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Occ. (<1) S1 0.86258 (4) −0.00010 (12) 0.0412 (9) 0.0541 (10) 0.0502 (10) 0.0044 (7) −0.0009 (8) 0.0044 (8) C4 0.0464 (9) 0.0470 (9) 0.0472 (9) 0.0061 (7) 0.0003 (7) −0.0010 (7) C5 0.0487 (10) 0.0565 (11) 0.0701 (13) 0.0018 (8) 0.0110 (9) 0.0098 (9) C6 0.0561 (11) 0.0474 (11) 0.0718 (13) 0.0066 (8) 0.0062 (9) 0.0119 (9) C7 0.0491 (10) 0.0494 (10) 0.0530 (10) 0.0064 (7) 0.0013 (8 
